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Breast cancer 
The most common cancer in women worldwide.

Detection:

• Mammogram

• Ultrasound
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routinely administered to detect
early BC in asymptomatic females,
but prone to underestimation or
over-diagnosis
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Why methylation?
The lack of multiple common mutations in BC has limited the sensitivity 
of mutation-based ctDNA detection

Combining liquid biopsy with diagnostic imaging
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5613 hyper-DMRs
51,962 hypo-DMRs 
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Methylation markers
• four functional genes (RYR2, RYR3, GABRB3, and DCDC2C)

• two lncRNAs (AC096570.1 and LINC00923)
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Thank you
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"Life is 10% what happens to us and 90% how we react to it."
— Leslie Medley-Russell, two times ovarian cancer survivor

https://www.mdanderson.org/cancerwise/two-time-ovarian-cancer-survivor--never-give-up.h00-159148401.html

